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Mitochondrial DNA (mt16S) sequences have been used to identify 4 distinct lineages of Tubifex tubifex that demonstrate variations in susceptibility or resistance to infections with Myxobolus cerebralis.  Although mtDNA lineage may suggest clustering of worms in which more susceptible or resistant worms may be found, they should not be considered as specific indicators of resistance or susceptibility to M. cerebralis as they are not linked to genes that confer these traits.  The lineage specific markers may only establish relative relationships of different groups of T. tubifex based on maternal lineages.  Consequently, T. tubifex within lineages show a wide range of susceptibility to M. cerebralis as most frequently observed in lineage III.  We have recently evaluated patterns of infection to the parasite from experimentally and naturally exposed T. tubifex from different genotypes. Using DNA probes specific to M. cerebralis by in situ hybridization, we aimed to determine how parasite development might be altered in the different lineages.  Of importance are T. tubifex in resistant lineages V and VI and lineage I with some susceptibility.  These lineages have not been clearly assessed for parasite development.  Furthermore, certain genotypes in lineage III have been found to harbor the parasite but failed to release the infective triactinomyxon spore hence referred to as “resistant”.  Initial insights on the potential link between the sediment and parasite infectivity on resistant strains will be presented.  Development and release of the parasite or lack thereof among the lineages and relationship of lineages to parasite and disease will be described.

